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V' Install Docker
v Run Docker Desktop
v/ Download Mi-Geno
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Search by Speces

Let's Analyzett

) Plant GARDEN

Plant GARDEN (Genome And Resource Database Entry) is a portal site

that curates genome and marker infoermation of various plant species.
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Unable to find image 'kdrigenomics/migeno:latest' locally
latest: Pulling from kdrigenomics/migeno
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Hibernate: create table hibernate_sequence (next_wval bigint) engine=InnoDB

Hibernate: insert into hibernate_sequence values ( 1 )

Hibernate: create table job_table (id bigint not null, command varchar(255), completed_date datetime, created_date datetime, error_mess
age varchar(255), file_group_id varchar(255), host_id wvarchar(255), json_data varchar(255), state integer not null, uid wvarchar{255), u
uid varchar(255), primary key (id)) engine=InnoDB @ Plant GARDEN x | +
Hibernate: create table ncbi_table (id bigint not null auto_increment, ncbi_taxonomy_id varchar(255), species_name varchar(255), primar

y key (id)) engine=InnoDB C O @ localhost:8002/landingpage
Hibernate: create table ref_seguence_table (id bigint not null auto_increment, config LONGTEXT, file_name varchar(255), ncbi_taxnomy_id

varchar(255), plant_garden_url varchar(255), seq_name varchar(255), seqname_length_file_path varchar(255), seqname_length_id bigint, s I Mi-GENO
pecies_name varchar(255), primary key (id)) engine=InnoDB :

Hibernate: create table sample_table (id bigint not null auto_increment, comments varchar(255), ref_sequence_id bigint, sample_name var

char(255), vcf_file_id bigint, primary key (id)) engine=InnoDB

Hibernate: create table vcf_table (id bigint not null auto_increment, comments varchar(255), contig LONGTEXT, ncbi_taxnomy_id varchar(2

55), number_of_sample bigint, number_of_variants bigint, parameter varchar(255), ref_sequence_id bigint, ref_sequence varchar(255), vcf

_file_name varchar(255), uuid varchar(255), primary key (id)) engine=InnoDB

Hibernate: alter table genome_table drop index UniqueUUIDs

Hibernate: alter table genome_table add constraint UniqueUUIDs unique (uuid)

Hibernate: alter table job_table drop index UniquelUUIDs

Hibernate: alter table job_table add constraint UniqueUUIDs unique (uuid)

ncbi_table is created

Inserting NCBI Taxonomy info into ncbi_table. This process may take 1-1Omin. Please wait....

#%% fpplication is ready. Open a browser and type http://localhost:8002 in the address Dar. s i oo dokodohdoodod doiodo i ok
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Vitis vinifera Vitis_vinifera 12X
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Vitis labruscana x Vitis vinifera VVSMph_r1.0
Vitis labruscana x Vitis vinifera VSMuph_r1.0
Vitis labruscana x Vitis vinifera VSMuph_r2.0
Vitis vinifera Vitis_vinifera. 12X

Vitis riparia EGFV_Vit.rip_1.0
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Vitis vinifera Vitis_vinifera.12X
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VCF File Name ‘T:rri';z:: of ::::I:'s of parameters Reference Gename
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+ Hakuran-1.ect A4 1 GO ALGE P Wit winitara Vills_viniars 123
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Upload

E] Sample Name New Sample Name Number of variants Number of samples Parameter C
(] Akitsu21-1 Akitsu21 14112 3 GT.DP.AD.GQ:PGTPID:...
(] Hakunan-1 Hakunan 14112 3 GT.DP:-AD:GQ:PGTPID:...
Shine-1 Shine 14112 3 GT.DP:-AD:GQ:PGTPID:...
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