
How to Use Plant GRADEN

A plant portal site for 

plant genome and marker information

Kazusa DNA Res Inst
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Β ver. Open：2019 March

https://plantgarden.jp

GARDEN = Genome And Resource Database ENtry

Regular ver. Open：2020 Jul

Named with ease of 

remembering

Japanese
English

https://plantgarden.jp/


Top PAGE
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 Displaying items to understand the actions to be 

taken

Four main Items

Simple design and words

 Targets

Biologist/Breeder＋Education

 Covering the plant species, which are constructed 

high quality genomes, as many as possible



Search Plant
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Click 「Search by species」 or 「 All plants」 on the top page

All Plant species lists

Chose plant species, and click



全植物種リスト
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https://plantgarden.jp/ja/list/species

Click the arrow to sort List display by keyword search

Sort by the selected scientific name/English 

name by initial jump



Plant species Page
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https://plantgarden.jp/ja/list/species

 Curate publicly available genome, 

gene, marker information. SNPs 

on the publicly available SRA files 

are also analyzed and stored

 Genome sequences are displayed 

for each version

 The contents in PGDBj (DNA 

marker, QTL and linkage map) 

are also stored

 Link to the metabolomics and 

protein DBs for each species

 Linking typical DBs for each 

species



Plant species Page
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https://plantgarden.jp/ja/list/species

Click the Genome name



Assembled genome 

information
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Cut-out genome 

sequences

Details

Gene Search



Genome sequence list
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By clicking the ‘all’ icon, lists of assembled genome and SRA are shown.



Search Genes
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Genes predicted on the assemble genomes

→Display for each assemble version



Gene Keyword Search
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For example, if you put the genome 

version, a list on the genes predicted on 

the assembled genomes are searched.



Gene Pages
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In order to unify the annotation items and criteria 

of each gene in the DB, genes are re-annotated 

with the annotation tool developed by us.

Hayai-Annotation

Ghelfi et al. (2019) Bioinformatics 35:4427-4429



Search from gene function
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Search from gene function (GO, KEGG）based on the 

results by Hayai-annotation

() shows number of hit genes



Search for DNA marker 

information
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Register PCR-based (with 

primer information) markers Marker List

Download the list

To the page of meta

data of each marker



DNA Markers Page
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Search for Trait related loci
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Search for markers associated with traits 

(markers with significant association in QTL 

and GWAS analysis)



形質ページ
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Traits by Category

Color coding on the map

Go to marker details page Go to trait details page



Trait details page
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Go to marker details page



Search SNPs (variants)
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Identified variants on the publicly available SRA→

gvcf for each SRA + integrated vcf
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https://plantgarden.jp

Please contact

plantgarden@Kazusa.or.jp

For users

 We would like to incorporate the opinions of users as much as possible.  Please let us 

know your request for data to be stored or when you find a problem on the DB. We 

will respond to your request as much as possible.

https://plantgarden.jp/
mailto:plantgarden@Kazusa.or.jp

	スライド 1: How to Use Plant GRADEN A plant portal site for  plant genome and marker information  Kazusa DNA Res Inst  
	スライド 2
	スライド 3:  Top PAGE
	スライド 4: Search Plant
	スライド 5: 全植物種リスト
	スライド 6: Plant species Page    
	スライド 7: Plant species Page    
	スライド 8: Assembled genome information
	スライド 9: Genome sequence list
	スライド 10: Search Genes
	スライド 11: Gene Keyword Search
	スライド 12: Gene Pages
	スライド 13: Search from gene function
	スライド 14: Search for DNA marker information

	スライド 15: DNA Markers Page

	スライド 16: Search for Trait related loci

	スライド 17: 形質ページ
	スライド 18: Trait details page

	スライド 19: Search SNPs (variants)
	スライド 20

