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https://plantgarden.jp/

® Plant GARDEN

Plant GARDEN (Genome And Resource Database Entry) is a portal site

that curates genome and marker information of various plant species.
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Top PAGE

Displaying items to understand the actions to be
taken

Four main Items

Simple design and words

Targets
Biologist/Breeder + Education

Covering the plant species, which are constructed
high quality genomes, as many as possible




Search Plant

Click [Search by species| or [ All plants] on the top page

2 100 > speckstt

> Plant GARDEN All Plant species lists

Plant GARDEN (Genome And Resource Database Entry) is a portal site
that curates genome and marker information of various plant species.
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Frequently Searched Species
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i Scientific Neme Common Name Family Name
I dwysanthemum  Europeangrape  Japenessvefoll  Thale cress v iy
i spe)
! Acer yangbiense Chinese Maple Sapindaceae

Actinidia chinensis Kiwifruit (chinensis) Actinidiacese

S p— o P

Sequences Data List Markars Trat-Relsted Log T e —

Amaranthus hypochondriacus grain amaranth Amaranthacese
@ Ananas comosus Pineapple Bromelacese
Antirhinum majus Snapcragon Plantaginacese
Lers Anaiyzss S Datsction
pium graveolens celery Apicese
Arabidopsis thaliana Thale cress Brassicacese
: Abine rock cress Brassicacese
® 03. Sep. 2020 The link collection is updated. Arabisloine °
14. Aug. 2020 Glycosylation related genes in Plant GARDEN are placed on GlyCosmes Portal.

23. Jul. 2020 The official version of PlantGARDEN has been available
SEE ALL

'PGDB | L J . .
S, Chose plant species, and click




EHEMREY AL
https://plantgarden.jp/ja/list/species

Click the arrow to sort List display by keyword search

All Plant Species Q ¢

Jump to the top | Scientific Name | | Common Narme

Scientific Name Comman Ma Family Mame

A Acer fruncatum Purpleblow maple Sapindaceae
Acer yangbiense Chinese Maple Sapindaceas
Actinidia chinensis Kiwifruit {chinensis) Actinidiaceae

ABCDEFGHI
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Sort by the selected scientific name/English
name by initial jump




SfE& Lotus japonicus

Assembled Genomi

Trait-Related Loci
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Other Types o

Related Databases ‘A’miyakogusa.jp o 5

Plant species Page

https://plantgarden.jp/ja/list/species

O

Curate publicly available genome,
gene, marker information. SNPs
on the publicly available SRA files
are also analyzed and stored

Genome sequences are displayed
for each version

The contents in PGDBj (DNA
marker, QTL and linkage map)
are also stored

Link to the metabolomics and
protein DBs for each species

Linking typical DBs for each
species




Plant species Page

https://plantgarden.jp/ja/list/species

g‘@ Lotus japonicus

About the Species

nssembled Genomes A : :::::::: :i: \
Click the Genome name

Al

¥ LjZ.5{Miyake)ima MG-20)

B Lj3.0{Miyake)jima MG-10)

Other Types of Data a] ﬁ’ m‘ & _
e i )




Assembled genome

Index of /ja/download/t3712/t3712.G001

r -
(.)) Brassica oleraces

DOWNLODAD

Sequence Name : Brassica_oleracea.BOL

Details of the Assembled Genome Sequences

Sequence Name Brassica_oleracea.BOL Biological Sample TO1000DH3, kale-like type

avalbie Tracks
. Number of R vacis
Number of Sequences 32,928 2n=18
Chromosomes e e

]
2 Fefance e

Total Length {bp) 438,622,507 NS0 Length (bp) 48,366,697

Mumber of Genes
Scurce File

Sequencing Method  Illumina, 454

Assembly Method S0APdenovo v. 1.05 (eyword S | [ Aavonces seore Gene Search

Number of Genes 44,327 Brassica_oleracea.BOL.pep.all.fa

Sequencing Method
Comments

Cut-Out Genome Sequences

Chromasome |
Details 1.1186/gb-2014-15-6-r77 Scatfods

Start Position

Cut-out genome

data source EnsemblePlants Complementary oy

sequences




Genome sequence list

By clicking the ‘all’ icon, lists of assembled genome and SRA are shown.

Q"B Lotus japonicus

About the Species

Family Name: Fabaceae Genus Name: Lotus

2.5( Miyako)ima MG-20

1
Assembled Genomes 2
1

1
1
1
Ly2.5(Miyakejima MG-20

Miyakojima MG-20

ObD
(82

Trait-Related Loci E{l
e

Sclentific Name:

Common Name:

oo e @) | # |11 @ _

Metabolomics

Lotus japonicus

lapanese trefa

i s O

Taxonomy 10:

9{8 Lotus japonicus

Assembled Sequences

Hayal
Annotation Gene Transcripts  Amine Acd
Assembly Name Biological Sample Assembly Level (67 o) (cos)geney | AOEIN (oA pep 2o Download Jrowse  Commerts

Miyakojima MG-20

Miyakojima MG-20

JBrawse

Sequence Type Biological Sample Sequence Name Accession Comments

Whole Genome Sequence ., . .
P Mivakojima MG-20 DRAOD1236 DRX013249

Whole Genome Sequence " .
(Short Read) Miyakojima MG-20 DRAO01236 DRX013250




Search Genes

@ Brassica oleracea

About the Species
Family Name: Brassicaceas Genus Name: Brassica Scicntific Mame:  Brassica oferaces Taxonamy 100

Commeon Mame: Wil cabbage, Cabbage, Savoy cabbage, Broccal, Kale

» Brassica_oleracea BOL(TOIDOODHS, kale-like type)

MAssembled Genomes ’3 » B.oleracea_vl.0.chromosomes(var. capitata, D2-12)

Al

» Brazsica_sleracea BOL{TOL0DODHI, kale-like type)

Genes predicted on the assemble genomes
—Display for each assemble version

z » B.oleracea_vl.0.chromasomes(var. capitata, 02-12)
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Gene Keyword Search

» Brascica_oleracea.BOL{TOL000DH3, kale-like type)

Search Genes » B.oleracea_vl.0.chromosomes(var. capitata, 02-12)

Yeyword search.

W Prescreening criteria kSpecies Brassica oleracea (ID:13712) Edsequence Nam{ Brassica_cleracea. BOL,

Brassica_oleraces. 8o For example, if you put the genome
version, a list on the genes predicted on
the assembled genomes are searched.

Search

S @ csv @JSUN

URL Title keywords

Jenflist/t3712/genome/t3712.G001/B -~ | Bo7g005920.1 | Brassica oleracea Bressica olel

/en/list/t3712/genome/t3712.G001/B - | Bo6g077190.1 | Brassica oleracea Brassica olel
Jenflist/t3712/genome/t3712.G001/B -~ | Bolg010160.1 | Brassica oleracea Brassica olal
Jen/list/t3712/genome/t3712.G001/B - | Bo8gl117200.1 | Brassica oleracea Brassica olel
/en/list/t3712/genome/t3712.G001/B -~ | Bo4g021610.1 | Brassica oleracea Brassica olal
/en/list/t3712/genome/t3712.G001/B--- | Bo2g132380.1 | Brassica oleracea Brassica olal
Jen/list/t3712/genome/t3712.G001/B -~ | Bo4g026540.1 | Brassica oleracea Brassica olel
/en/list/t3712/genome/t3712.G001/B--- | Bo3g001420.1 | Brassica oleracea Brassica olal
Jen/list/t3712/genome/t3712.G001/B--- | Bo5g123070C.1 | Brassica oleracea Brassica olel
/en/list/t3712/genome/t3712.G001/B--- | Bolg002470.1 | Brassica oleracea Brassica olel




() Brassica oleracea

Sequence Name:Brassica_oleracea.BOL

Position on the
Genome

Annctaticn
(Hayai Annotation
ZEN)

Gene Name

Position on the Genome

KusakiDB

QrthobB

UniProt

Detall of the Gi

Chromosome

Start Position

End Position

Strand

KusakiDB 1D

Transcript or Protein
existence

Protein name

OrthoDB unique gene 1D

06 unique 1D

Protein name

Accession

Comment

EC

KO ID

KO Description

Gene Pages

K Z

[sene seuences

Bolg010160.1
Bolg010160.1
c1

3394686

3397267

KUNIOO264182

YES

Serine/threonine-protein kinase, active site
3711_0:000075

67282at33090

Protein kinase domain-containing protein
AOAOD3A21 @ Details

NA

NA

Kog287

dual-specificity kinase

Interpra

Gene Ontaiogy

In order to unify the annotation items and criteria
of each gene in the DB, genes are re-annotated
with the annotation tool developed by us.
Hayai-Annotation

Ghelfi et al. (2019) Bioinformatics 35:4427-4429

K0 Description Guahspecticity kinase

era srannes
IPracez7,PRO0GT1S PRD11005
Do

Uncharactariaad protein

Prav Description
Incerpro 10
toterpeo Description
Protein name:
Aecession A

Datatase source Unirot

o Do

Soecies Bressica leracea ver. aeraces
Famity Brassicacese

Phyum Suspioonyta

Supsrkingdom Evianota

Pl

~ [eroup/moman

= Umerat Amncrain (2 o)

0 [smaasn
0 | owamr

= orthaos (3 5]

0 11 vommns




Search from gene function

» Brascica_oleracea.BOL{TOL000DH3, kale-like type)

» B.oleracea_vl.0.chromosomes(var. capitata, 02-12)

Search from gene function (GO, KEGG) based on the
results by Hayai-annotation

abaxial cell fate specification:G0:0010158(2) » [ abscisic acid binding:G0:0010427(3) % lsdh==i Uy myrs Gl il 4

() shows number of hit genes

abscisic acid biosynthetic process:GO:0009688(4)
abscisic acid glucosyltransferase activity:G0:0010294(1)
abscisic acid homeostasis:G0:1902265(2)

abscisic acid metabolic process:G0:0009687(11Y

13



Search for DNA marker
information

Brassica oleracea

About the Species
Family Name: EBrassicacese Genus Name: Erassica Scientiflic Name:

Comman Name:

Download the list

Register PCR-based (with T

primer information) markers Marker List

e-like type)

tata, 02-12) N
Brassica oleracea —

» Brassica oleracea JZS w2{var. capitata, 1Z5 (also named 02-12))
DOWNLOAD

v

Al

Number of Hit Markers : 1015 150 FET Y

Fw Primer Start Position

Marker 1D Marker Name

NN NN NN NN NN NN NN NN NN AN NN NEEENEEENEEEREEEREEREEEE Reference Genome o Chromaosome: Start Position

t3712.M001048.1 BoGMS1564 SSR BOL_v1.0 co1 23845
o

A
Tralt-Related Loci o q®° Eﬂ 9_‘7—_‘ t3712.M001040.1 BoGMS1441 SSR BOL_v1.0 co1 62313
Ml Slresg
(357) [} t3712.M001280.1 SWUC161 S5R BOL_v1.0 co1 1000779

£3712.M000696.1 BoGMS1240 SSR BOL_v1.0 co1 1052689
t3712.M000444.1 BoGMS51132 SSR BOL_v1.0 Cco1 1095506
Afgoasr  SNPs

Search by
Sequences

tR12.M000934.1 BoGMS50514 SSR BOL_v1.0 Cco1 2693115

371 ooogeu;FO theomge Of metaSR BOL_v1.0 co1 2862686
data of each marker

Find Variants.

14



@ Brassica oleracea

Marker [D
Marker Name

Type

Position on the Genome

Target Sequences

Allele [Sample Name]

DNA Markers Page

Reference Genome

Chromasome

Fw Primer

Start Position

End Position

Rv Primer

Start Position

End Position

t3712.M001280.1

SWuUClal

S5R

BOL_v1.0

cal

TTCCCTCACTTCACCACCTC

1000774

1000758

AGATGCAATCTCCGGTGGTA

1000933

1000914

MA

MNA




Search for Trait related loci

%’EQ Lotus japonicus

About the Species
ﬁ Family Name: Fabaceae Genus Name: Lotus Scientific Mame:

» Lj2.5(Miyakoji

’@ » Lj3.0(Miyakoji

Al

Search for markers associated with traits

(markers with significant association in QTL
and GWAS analysis)

16



1j3.0_chr0 Lj3.0_chri Lj3.0_chr2 Lj3.0_chr3
= t34305.T0O00003
= t34305.TOODO76
= t34305.TOO0O77
= t34305.T000004

— t34305.T000064

= t34305.T000015

t34305.T000123

= t34305.T000010

= t34305.T000016

= t34305.TO00006
= t34305.T000037

= t34305.T000039
= t34305.T000040

= t34305.T000063 —
= t34305.T000139

[V @15Stress [V @2 Feritility [ @3 vield

Nearest Marker 1

Referance Genome

nodule weight/plant Cthers Lj3.0

Morphology/Gro

stem length
em lengt wih

3.0

Go to marker details page

t34305.T000156
= t34305.T000083
= t34305.T000013

w

EN-Y

Lj3.0_chr4 Lj3.0_chr5 Lj3.0_chrs L3

|| £34305.T000031
134305.T000018  _ 434305 7000058

= t34305.T000166 T t34305.T000055

= t34305.T000050 t34305.T000052

t34305.T000033

= t34305.T000088

— t34305.T000093

... .. Traits by Category

— t34305.TOO00BE

q @ 4 Morphology/Growth E @ 5 Quality/Components E @ 6 COthers

Trait / Analysis Method /

Population Name / Population Type Other Data

Nearest Marker 2

Color coding on the map

Locus ID &

Nearast Marker 1 Chromasome Start Position End Position

TMO832 140451547 140451676

===\

Li3.0_chr0

TMO832 I 140451547 140451676

Li3.0_chr0

17

34305. 7000001

—_——

134305.T000002
-_—

Go to trait details page




Trait details page

Q:LE Lotus japonicus

Locus ID t34305.TOOOOOL

Locus Mame NwW

Trait nodule weight/plant

Trait Category [6]0thers

Analysis Method QTL analysis

Population Name Miyakojima MG-20 x Gifu B-12%

Population Type RIL

Fosition on the Genome Reference Genome ~ L&D — — / GO to marker detalls page

Mearest Marker 1 I TMO832 I

-_— s . .
Chramosorme Lj3.0_chrd

Start Position 140451547
End Position 140451676
Nearest Marker 2 NA
Chromosome NA

Start Position

End Position
—




Search SNPs (variants)

@ Brassica oleraces

About the Species
Family Name: Brassicaceae Genus Name: Brassica Scientific Name:  Srassica oleraces Taxonamy 10:

Common Name: Wil cabbage, Cabbage, Savoy cabbage, Broccodl, Kale

Brassica_oleracea.BOL(TO1000DHS, kale-like type]

B.oleracea_v1.0.chromosomes{var. capitata, D2-12) @ Brassica oleracea

Population Name Line List Vi;‘se"t Reference Sequence  Sequence Type Variant Counts  Daka Source TBrowse

Brassica_cleracea. BOL{TO1000DH3, kale-like type)

26,965,708 Plant GARDE

8.oleracea_v1.0.chromasomes(var. capitata, 02-12) 13712.5NP000001 e s i e EOEl BoEmmun

n/dels  0.chromosomes

\

() Brassica oleracea

Bio Sample Sequence Name  ~

Badger Inbred SRA476457 SRX2184 Cabbage
SRA4764S7 s s | Cauiflower

HRIGRU009617 SRA476457 SRX2184912 L. Kohirabi
QNFLL R SRX6461273 7 [ var. botrytis
QNF1L SRA922688 SRX6461271 var. botrytis

QNFLL SRAS22668 SRX6461271 var. botrytis

g
q
g

QnFLL SRA922688 612 | var. botryts
T01000 s 2 var. oleracen

T01000 SRA150686 0722 var. oleracea

|dentified variants on the publicly available SRA— S
gvcf for each SRA + integrated vcf - o




For users

https://plantgarden.jp

¥ Plant GARDEN

O We would like to incorporate the opinions of users as much as possible. Please let us
know your request for data to be stored or when you find a problem on the DB. We
will respond to your request as much as possible.

Please contact

plantgarden@Kazusa.or.jp

L

20
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