How to Use Mi-GARDEN




Get started Mi-GARDEN

v Install Docker

v Download Mi-GARDEN
v Run Docker Desktop
v Install Mi-GARDEN

V' Input Data Preparation

v Run Mi-GARDEN



Docker Install

https://www.docker.com/



Download Mi-GARDEN

2 Plant GARDEN

Plant GARDEN (Genome And Resource Database Entry) is a portal site

that curates genome and marker information of various plant species,
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Unzip and put the files on an any folder

s PC > D-ANF4RZ(C) » 1-1- 5 sisob > myproj » migarden > en > mi-garden_dev
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Run Docker Desktop
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Open Commands folder commands/mac or commands/windows
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frontend -— ind %] Reopen_Mi-GARDEN
_fe"m - %] Setup_Mi-GARDEN » Click Setup_Mi-
mp
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0 enw [ .Ds_store %] Shutdown_Mi-GARDEN
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This process is for installation of Mi-GARDEN, and done only once.



Security Alert

Windows 2o T PC iz nz Uil Windows (€ &> T PC BREENZEL
s

o
Microsoft Defender SmartScreen (FEEEatizULW P IUnESHEEILLE
Liz. COFPTIEEFTIDE. PCHERBICESENIBEEEN SN E

Microsoft Defender SmartScreen (2 W FZIUDEEHEEIEL &

Liz. COFTUEEFTTSE. PCHERBICESEINI0EEMN S0 E

= g_u
1) gsgui_runbat

F o
FiTm: AALGRITT




C:¥Windows¥system32 X  + ~

The command prompt will
automatically start up again, wait
a moment.

:\Users\sisob\pggdrop Dropbox\Sachiko Isobe\Plant GARDEN\Plant GARDEN\kdri-genomics-mi-garden_dev-8073bla5d2eu (2)\kdri
genomics—-mi—garden_dev-887
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When ‘Press any key to continue’ is displayed, the process is finished.



Run Mi-GARDEN
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D D5 _Store

%] Reopen_Mi-GARDEN
[&] Setup_Mi-GARDEN
%] Shutdown_Mi-GARDEN

[%] Start_MiGARDEN Click
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This action corresponds to <run> in the programme.After you have done
the Build work, you can launch the docker desktop and then click
docker_up for the usual operation. You can also make a shortcut and

put on the desktop (windows).

Start MiGARDEN
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The command prompt will automatically start up again, wait a moment.

info

00, url: http:/

—Tr&nt

When ‘Press any key to continue’ is displayed, the process is finished.



Web Browser is automatically open, but if not, please type http://localhost:3000

® FLus7 x +
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Mi-GARDEN is Opened

) Mi-GARDEN

Mi-GARDEN is a tool for genome analysis with data in Plant GARDEN
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Select Reference

SNP Detection

A Tool for read QC, tnmming and SNP detection by mapping short reads onto a reference sequence.

Use a reference genome in Plant GARDEN

Use your own reference genome

Update the Plant GARDEN genome sequence list

In the genome sequence list of Plant GARDEN, only
the genome sequences for which gff files have been
created for RNA-Seq analysis are displayed.

Use a reference genome in Plant GARDEN

Select a reference genome @

Select A ]

Select
Acer_truncatum_t47965.G001
Acer_yangbiense_t1000413.G001
Actinidia_chinensis_t3625.G001
Actinidia_chinensis_t3625.G002
Actinidia_sriantha_t165200.G001
Aegilops_tauschii_t37682.G001
Alliurm_cepa_t4679.G001
Amaranthus_hypochondriacus_t28502.G001
Ananas_comosus_t4615.6001
Ananas_comosus_t4615.6002
Ananas_comosus_t4615.6003
Antirrhinum_majus_t4151.5001
Apium_graveolens_t4045.G001
Arabidopsis_thaliana_t3702.G001
Arabis_alpina_t50452.G001
Arachis_duranensis_t130453.G001
Arachis_hypogaea_t3818.G001
Arachis_hypogaea_t3818.G002
Arachis_ipaensis_t130454.G001
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Upload read files

Enter the tag letter(s) that identifies Fw files.
ex : sample_R1.fq.gz == Rl.fqgz
< You must enter all strings except the string used for the

sample name.>

The ini file should describe the sample name, Fw file name,
and Rv file name for each sample on separate lines, with

each field separated by commas.

Use a reference genome in Plant GARDEN

Selected reference genome @

Select FASTQ files. @

m 2 file(s) selected
| = Akitsu21-1_R1fastq.gez
Upload | = Akitsu21-1_R2fasto.gz

Tag letters for Fw files 1 @ Tag letters for Paired Rv files 1 @

Sample name
O Automatic generation from file names

Extract from file names

Review the contents of the ini file (editable directly) 0

Akitsu21-1, Akitsu21-1_R1.fastq.gz Akitsu21-1_R2.fastq.gz

|5




Select Analysis

quality check @
No © VYes
adapter trim o
No © VYes
adapter5
No © Yes
adapter5

[ AGATCGGAAGAGC

adapter3
No © Yes
adapter3

[ AGATCGGAAGAGC

quality control @
No © Yes

Set the quality threshold
for quality control in
cutadapt.

30

mapping @
No © VYes
variant call @
No © VYes
vcf
No © Yes
gvef
O No Yes
multi-sample vef

No © Yes
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Run

Use a reference genome in Plant GARDEN

i
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You can close the cat, and check the status on the dashboard
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® Mi-GARDEN

Mi-GARDEN = a tool for genome analy=s with data in Plant GARDEN
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G

DaShboa rd S delete all tracks

Analysis Name Reference Name Started at Finished at Options Status Show deleted tracks

SMNP Detection Solanum_lycopersicum-5L4.0 2023/7/11 20:04:32 - iy T Analyzing

Command prompt Docker desktop
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GARDEN Cloud

If the analysis takes too long on your own PC, you can also use paid cloud services.
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Search by Others
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Let's Analyzeit

D Plant GARDEN

Plant GARDEN (Genome And Resource Database Entry) is a portal site

that curates genome and marker information of various plant species.
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GARDEN Cloud
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Let's Anplkizell

GARDEN Cloud

powered By Kazwsa DNA Besearch Instituie

Aoworkflow for SNP detaction using cutadapt for quality contral, bwa for mapping and gatk for SNP detaction. Use a referance ganome
sequences registered in Plant GARDEN as references.

AT 0% O cutadapt, mappinglTbwa, I gatk® BL T SNPEBHEFITS T — 2 70—, Plant GARDEN(CZE a0

TNDY JAE T 7 LA LTESENIFORE,

¥5500-

A tool to merge multiple gVCF files created for gencme sequences registered in Plant GARDEN. Multiple VCF files created on an identical
ganams sequencea can alsos ba marged.

Plant GARDENI_ SR TS/ ABLRIICH L TR LIS EOgVCF 2 7 MIVE1DICEE T . Bl @0 LB FIZ3 L TIEW
SNEEIOVCE I IO SEIT S T e TE A,

¥1100~

Link to download page for analysis tool used in local PC such as Mi-GARDEN

Plant GARDEN T =N T LS Lacal TR T oW — )LD 00— Frd— 35, MEGARDENTE £ 00— A ol .
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Price for SNP Detection

SNPWorkflow

Price list

upload data size prices include tax run time prediction
~10GB ¥5500 ~ 1 day

~ 10GB with BAM ¥6000 ~ 1 day

~ 50GB ¥33000 ~ 3 days

~ 50GB with BAM ¥38500 ~ 3 days

~100GB ¥88000 ~ 7 days

~ 100GB with BAM ¥98600 ~ 7 days

more than 100GB Please consult with us separately. -

If the analysis Is taking longer than expected run time, the analysis may have failed, so please contact us via chat.
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